The asymmetric unit contains one molecule of the title compound (Figure 1 ). In the molecule phthalimide fragments are planar, with r.m.s. deviations of 0.018Å and 0.020Å, respectively. The angle between planes is 53.64 (3)°. The observed structure is stabilized by weak C-H···O and C-H···π(ring) hydrogen bonds (Table 1) , as well as C=O···π(ring) (C4=O2···Cg2 distance is 2.883 (1), where Cg2 is N2C13C14C15C16 ring centroid) and aromatic π···π stacking interactions. A centrosymmetric π···π stacking interactions are observed between maleimide rings (Cg2···Cg2 i distance is 3.4805 (9) Å, where i = 1-x, -y, -z) and benzene rings (Cg3···Cg3 ii distance 3.6189 (7)Å, where Cg3 is C2C3C5C6C7C8 ring centroid, ii = 1-x, -y, 1-z) (Figure 2 ).
In the molecule of the title compound, C 20 H 16 N 2 O 5 , the phthalimide fragments are almost planar, with r.m.s. deviations of 0.018 and 0.020 Å , and make a dihedral angle of 53.64 (3) . The molecular and crystal structures are stabilized by a weak intermolecular C-HÁ Á ÁO, C-HÁ Á Á and C OÁ Á Á [2.883 (1) Å ] interactions and aromaticstacking interactions with a centroid-centroid distance of 3.6189 (7) Å .
Related literature
For related structures, see: Valle et al. (1986) ; Sheng et al. (2007) . For the preparation, see: Yatsimirskii et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg3 and Cg4 are the centroids of the C2/C3/C5-C8 and C14/C15/C17-C20 rings, respectively. Symmetry codes: (i) Àx þ 1; Ày; Àz þ 1; (ii) Àx þ 3 2 ; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (iv) Àx þ 1; Ày; Àz.
Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. Fig. 1 . Molecular structure of the title compound with 50% probability displacement ellipsoids for non-H atoms. supplementary materials sup-3
Figures
R[F 2 > 2σ(F 2 )] = 0.038 H-atom parameters constrained wR(F 2 ) = 0.115 w = 1/[σ 2 (F o 2 ) + (0.0682P) 2 + 0.1804P] where P = (F o 2 + 2F c 2 )/3 S = 1.07 (Δ/σ) max < 0.
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0425 (4) 0.0523 (5) 0.0423 (5) −0.0002 (4) 0.0109 (4) −0.0008 (4) O4 0.0706 (7) 0.0761 (7) 0.0661 (7) 0.0161 (6) 0.0235 (6) 0.0212 (6) O5 0.0626 (6) 0.0927 (8) 0.0602 (6) 0.0190 (6) 0.0200 (5) 0.0223 (6) C1 0.0514 (7) 0.0497 (7) 0.0498 (7) −0.0015 (5) 0.0230 (6) −0.0062 (5) C2 0.0505 (6) 0.0402 (6) 0.0429 (6) 0.0016 (5) 0.0175 (5) −0.0023 (5) C3 0.0477 (6) 0.0364 (5) 0.0423 (6) 0.0028 (5) 0.0161 (5) −0.0017 (4) C4 0.0481 (6) 0.0423 (6) 0.0439 (6) 0.0032 (5) 0.0183 (5) −0.0038 (5) C5 0.0642 (8) 0.0498 (7) 0.0421 (7) 0.0009 (6) 0.0183 (6) 0.0007 (5) C6 0.0626 (8) 0.0480 (7) 0.0431 (7) 0.0028 (6) 0.0046 (6) −0.0008 (5) C7 0.0482 (7) 0.0448 (7) 0.0592 (8) −0.0001 (5) 0.0080 (6) −0.0011 (6) C8 0.0492 (6) 0.0418 (6) 0.0551 (7) 0.0002 (5) 0.0200 (6) −0.0002 (5) C9 0.0416 (6) 0.0640 (8) 0.0531 (7) 0.0026 (6) 0.0111 (6) −0.0078 (6) C10 0.0432 (6) 0.0584 (8) 0.0508 (7) −0.0081 (5) 0.0155 (5) −0.0058 (6) C11 0.0424 (6) 0.0540 (7) 0.0423 (6) −0.0051 (5) 0.0085 (5) −0.0002 (5) C12 0.0562 (7) 0.0503 (7) 0.0493 (7) −0.0044 (6) 0.0189 (6) −0.0074 (5) C13 0.0561 (7) 0.0511 (7) 0.0542 (7) 0.0052 (6) 0.0299 (6) 0.0029 (6) C14 0.0673 (9) 0.0585 (8) 0.0724 (9) −0.0078 (7) 0.0461 (8) −0.0103 (7) C15 0.0520 (7) 0.0842 (10) 0.0571 (8) −0.0144 (7) 0.0312 (7) −0.0201 (7) Hydrogen-bond geometry (Å, °)
Cg3 and Cg4 are the centroids of the C2/C3/C5-C8 and C14/C15/C17-C20 rings, respectively. Symmetry codes: (i) −x+1, −y, −z+1; (ii) −x+3/2, y+1/2, −z+1/2; (iii) −x+1/2, y−1/2, −z+1/2; (iv) −x+1, −y, −z.
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